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Scer, Saccharomyces cerevisiae
Seub, Saccharomyces eubayanus
NABA, Nakaseomyces bacillisporus
KAFR, Kazachstania africana
CACA, Candida castellii

TBLA, Tetrapisispora blattae

Kpol, Vanderwaltozyma polyspora

ZYRO, Zygosaccharomyces rouxii
ZYBA, Zygosaccharomyces bailii
TDEL, Torulaspora delbrueckii

ZTOR, Zygotorulaspora mrakii
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