
273614N

322134S

378604X
(OS287/A)

(OS288/A)

(OS284/A)

DBVPG 1106
(OS150/A)

DBVPG 1373
(OS91/A)

DBVPG 1788
(OS84/A)

DBVPG 1853
(OS92/A)

DBVPG 6040
(OS155/A)

DBVPG 6040
(OS155)

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

KEH01876

KEH02518

KEH02575

KEH03027

KEH01135

KEH00415

YJM223
(PMY132)

YJM311
(PMY144)

YJM308
(PMY141)

KEH01958

KEH02509

YJM309
(PMY142)

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

YJM981
(OS304/A)

YPS606
(OS182)

Y-12632

Y-1547

Y-1791

Y-11574

Y-12617

Y-27788

YB-210

YB-908

Y-389

KEH01146

YS9
(OS262)

YS4
(OS259)

YS2
(OS258)

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

DBVPG 6044
(OS60/A)

YIIc17_E5
(OS174)

YJM975
(OS308/A)

YJM978
(OS303/A)

L-1528
(OS221/A)

UWOPS 03.461.4
(OS278/A)

W303
(OS281)

UWOPS 87.2421
(OS271/A)

(OS279/A)

Y55
(OS97/A)

Y9
(OS252/A)

L-1374
(OS220/A)

NCYC 110
(OS247)

NCYC 361
(OS248)

K11
(OS251)

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

10
6
3

kb L REF INV Strain
1 2 3 4

kb L REF INV Strain
1 2 3 4

kb L REF INV Strain
1 2 3 4

kb L REF INV Strain
1 2 3 4
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S1A Figure
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(iv) PCR assays
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S1B,C Figure

B
S. paradoxus strains from SGRP (monosporic isolates)

C
S. uvarum natural isolates

CRUB 1566

ZP 853

CRUB 1780

ZP 604

CRUB 1595

CRUB 1779

10
6
3

10
6

3

kb L REF INV Strain
1 2 3 4

10
6
3

10
6
3

10
6
3

10
6
3

10
6

3

ZP 959

ZP 964

10
6

3


